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Objectives

> Why do we need it?

> Location & whereis it in the picture?
> Electron (energy) carrying molecules
» Components

> Enzymes & cofactors

> Regulation

> Intermediates & anaplerotic reactions



Why do we need it?
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How does it fit?
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Electron (energy) Carrying Molecules
(NAD+, FAD)

» FAD
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Pair of electrons (H-),
same source
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Components & stepwise reactions
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Does Acetyl-CoA exit as 2 CO2?

> Why to make
Isocitrate
from citrate?
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> Where does

the CO2 exit?
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Enzymes of the TCA Cycle
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Formation and Oxidation of Isocitrate
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Formation and Oxidation of Isocitrate

> Aconitase is inhibited by
fluoroacetate (rat poison):
fluoroacetyl CoA + OA —

fluorocitrate (citrate accumulation)

Control at the committed step of glycolysis
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> Activates acetyl CoA carboxylase (the rate-limiting enzyme



Isocitrate to a-Ketoglutarate

> ATP & NADH

> ADP & Ca*?

> Rate limiting
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o-Ketoglutarate to Succinyl CoA
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